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* Values shown are means = standard errors, computed from the values for individual cell profiles. At each time-point, measurements were made on 2R-31 cell profiles and 1.100-2,200 mitochondrial
profiles.

# (Cytoplasmic profile area) = (Cell profile area) — (Nucear profile area).

4§ Computed from the corresponding value for the total cell area by using the estimated value of cy1. areafcell arca (see following footnote).

il Since mitotic cell profiles lack defined nudear and cytoplasmic regions, this value was estimated as the average of the values for the other time-points.

1 The means and standard errors of this parameter were both computed by weighting the value of the parameter for a given cell profile according t its cytoplasmic area.

** The means and standard errors of this parameter were both computed by weighting the value of the parameter for a given cell profile according to its number of mitochondrial profiles.



