Table 1
Stability parameters of proteins in presence of osmolytes*

[Osmolyte] ™Mb (pH 6.1) RNase 4 (pH 6.0) Lzm (pH 4.8) Cyt ¢ (pH 3.0)
(M)
Tn\ Ah‘m AG’DG Tm AHm AG'[)u Tm Ah‘m AGDD (kC‘d] Tm Ah‘m AGDD
(°C) (keal (keal (°C) (keal (kcal (°C) (keal mol ™) (°C) (keal (keal
mol™")  mol™") mol™!)  mol™) mol™") mol™')  mol™h)
Gly

0.00 674 82%4 27X04 655 1182 11003 627 895 6.6%10.6 450 lot1 0.6£0.0
0.25 69.1 83+3 261204 66.1 119+£2 112203  64.1 91£3 6903 453 13£1 04£0.0¢
0.50 705 B84x2  2.7x0.5 68.0 119+4 115203 654 90£3 6804  46.0 12£1 0.3£0.04
0.75 712 85%£3  2.7+0.6 683 12083 11.7£04 668 92+3 7.1+04 463 1£1 0.2£0.0,
1.00 726  B88*3 28+0.6 69.4 1214 120104 68.4 93+3 73104 483 1£1 0.2£0.04

Pro
0.25 68.1 85+3 2.6+04 659 115+£2 108+04 639 90+4 6.710.5 45.8 16+1 0.6 0.0,
0.50 68.2 85+2 26+03  66.4 119+2 11.3+03 645 92+3 7.0+0.5 46.5 16+1 0.6 0.0,
0.75 67.8 82+3 2.8+0.2 66.5 120+4 114+03 648 92+3 7.0+0.5 47.0 14+1 0.4%0.0,
1.00 68.0 83+3 24+03  66.7 120+2 114+03  65.1 87+3 6.510.5 49.3 14+1 0.410.04
Sar

0.25 68.5 B5%X2 2.8%0.5 659 118+4 11.1£03  64.0 88+t4 65105 468 let1 0.6£0.0,
0.50 69.1 87+3 29405 67.5 119+4 11.4%£03  65.1 89+5 67105 484 let1 0.6£0.0;
0.75 70.5  B86E3 28%+0.6 678 119+3 115203  66.4 90+£3 69105  50.1 15£1 0.5+0.0;
1.00 72.1 88+3  3.1£05 70.1 119+4 11.8£03 679 91+£3  7.1+06 Sl let1 0.5+0.0;

GB
0.25 68.0 B85%X2 29%0.6 66.1 122+4 11.6£03  63.1 89+5 6.6+0.5 458 162  0.6%0.0,
0.50 688 85%X3 2805 66.3 12083 1141203 649 90£3 6805 465 l6x1 0.6£0.0,
0.75 69.5 B6X2 29106 67.0 122+2 11.7£03  65.0 91+£3 69105 475 15£1 0.5+0.0;
1.00 702 87£3 31104 68.1 120£3  11.7£04 658 89+t4 67105 497 let1 0.5+0.0;

A “*7 with a value of AH,, represents the standard deviation of the fit. The average error from several independent measurements are
within errors of the least-squares fit. Values of AGp® were calculated with Eq. 2 using values of AC, given in the text.



