Organism PDB codeis) Dz Es0l'n | Ry | #aloms info Reference

M mar ismr i 1FFK 7, 25/2000 24 261 | 64,268 CAonly | Bane al (20000

H marismarii 11z 07032001 24 2171 | 90418 full Kiein er al (2001)

T thermophiles 1GIY 033073001 55 — | 5.7147 P.CA only | Yusupov eral (2001)
I radindurans INEW 01052003 LR | N4 | 65300 CAonly | Harmseral (3001

H marismarmi 1572 01287004 24 211 | 90985 exira Kiein er af (2004)

T shermophils 1¥L3 017192005 55 356 | 92007 full Jenmer ey al. (005E)

E coli TAWAIAWE | 08311005 35 331 | #0500 full Schuwirth es il (2005)
T chermophiltes 2001, 2103 0731/2006 18 313 | 9408 fudl Selmer e al (2006)

T thermophils 1WED 08142006 7 347 [ 91,200 full Korostelev eral. (06)

Table C.1: All 508 subunit structures available and their characteristics. Daie is the date the
coordinates were deposited in the PDB. The number of atoms (# atoms) refers to the number of
RMA and protein atoms. Solvent atoms are not included. For the completeness column: “CA only™
means that there is no side chain information for proteins and only alpha-carbon coordinates. “P.
CA only” means there are only phosphorus and alpha-carbon coordinates in the file. “full” means
that all side chain information is included. “extra” means the file contains all atom information and
also base modifications.



