Table 3 Relative fractions of COG groups within the functionally annotated genes for the six genera

COG groups Bifidobacterium  Lactobacillus Lactococcus Leuconostoc Enterococcus Streptococcus
Pan Core Pan Core Pan Core Pan Core Pan Core Pan Core
(%) (%o) (%o) (%o) (%) (%) (%) (%) (%) (%o) (%) (%)
Information storage 30.0 339 340 49111t 505 304 )] 281 31.0 266 33871 347 42617
Cellular process, 219 20.2 227 203 17.1 191 19.1 20.0 244 189 | 263 203 ]
signalling
Metabolism 48.1 459 43 306 322 5061t 527 49.1 500 478 392 369

All percentages are expressed as the fraction of all COG classes C to V. The arrows indicate significant shifts between the pan-genome genes and

core genes for a given genus. Percentages do not always add up to 100% due to rounding effects



