Table 1. Reactions per subsystems.

Mumber Subsystem Reactions
I Transcription 783
Il mRMNA degradation 628
1l Translation 6,812
v Protein maturation 628
I RNA processing 122
v Protein folding 570
Vi Metallo-ion binding 128
Vil Protein complex formation 87
Vil Ribosomal assembly 13
X rRNA modification 864
Xl tRMA modification 1,597
Al tRMA charging 177
X Aminoacyl-tRNA synthetase charging 33
pAL Charging EF-Tu 4
X Cleavage polycistronic mRNA i
EAY Demands 302
EALL Exchange reactions 76
EARI lron—sulfur cluster biosynthesis 6
XX lron—sulfur cluster incorporation 6
HX Protein modification 12
XX Protein recycling 148
XX Ribosomal protein modification 21
pedll rRMA formation 38
XX Sinks 35
XXV Transcription regulation 261
KEM Transport 76
KAV tRMA activation (EF-TU) 45
Total number of reactions 13,694

The numbers | to Xl correspond to the numbering shown in Figure 24,
doi:10.1371/joumnal.pcbi. 10003121001



