Table 1. Two-state data set

m m, AG, m,

Protein In (k) In (k,) kaméIfM kamchIfM kl/mol kan101fM Conditions®
Abpl SH3 2.46 + 0.06 -2.72£0.08 —-6.36+0.17 083+004 130x08 -69=+03 Phosphate/GuHCI0.1 M NaCl
ACBP 6.96 + 0.04 -3.86 £0.02 974009 480+009 237+07 -13.1+x03 HEPES/GuHCI

ADAR2 6.80+0.12 -0.42+0.18 -3.12+0.13 1.12+005 171204 -39=+0.1 Phosphate/urea

Apo-azurin 491 +0.09 —-4.02 £0.23 -8.03+023 506019 292=x15 -17.6+0.9 5 mM phosphate/GuHCI

CheW 744031 -12.05+£0.29 892029 501+0.16 502206 -146=0.2 Phosphate/GuHCI

Cl2 575+0.17 -10.33 =£0.56 -570=0.18 420+025 32514 -83=0.3 Phosphate/GuHCI

CTL9 327+ 0.06 -7.85+037 -3.09=004 138+0.10 272203 —44=0.1 20 mM phosphate/pH 8/0.1 M NaCl/urea
EC298 9.08 + 0.12 4.49 +0.61 -8.16+0.27 595+037 114+1.6 -141+19 Phosphate/GuHCIT-jump
FKBP12 1.60 + 0.09 -8.10+£0.29 =5.07+0.14 220+0.11 234+09 -63=+0.2 Phosphate/urea

Fyn SH3 4.88+0.17 -4.34 £0.37 —4.92+£0.21 1.68+0.17 203x14 —-6.1+04 Phosphate/GuHCI

GWI1 3.98£0.17 -1.66 £0.18 -10.12+0.84 463+0.18 155+03 -139+03 Phosphate/0.1 M NaCl/1mM DTT
Im7* 7.20+0.05 234 £0.04 —4.68+009 053002 11706 —47=+02 Tris/urea

Im9* 7.33+£0.02 -1.87 £0.05 453001 026002 209x06 —44=+0.1 Tris/urea

A-repressor 10.38 £ 0.28 321+0.19 -734+052 286=0.16 212=+19 -10.1+04 20 mM phosphate/pH 8/GuHCI
L23 2.02 + 0.06 -3.88 £0.07 346009 117002 113=z1.1 —33+05 Phosphate/urea

mAcP -1.58 +0.18 —9.00 £0.35 -1.27+008 412+0.10 20402 -53+05 Tris/urea

NTL9 6.55+0.02 0.08 £0.13 -1.84+£004 071004 173202 -2.6+00 20 mM Tris/0.1 M NaCl/urea
Protein G 6.30 + 0.08 -1.72£0.17 -7.03+£0.15 1.38=x0.12 ND ND HEPES/pH 7.5/GuHCI

Protein L 4.10+0.09 -3.25+0.10 638019 208+005 199+09 -8.1+x04 Phosphate/GuHCI

raf RBD 8.36+0.12 =277 £0.65 -339+£009 1.03+0.20 26+3 —4.1+0.5 Phosphate/urea/l mM DTT

56 6.07 £ 0.21 -8.28 £0.49 -7.04£028 3.13+022 347204 -100+0.1 Phosphate/GuHCI

Shol SH3 2.11+0.23 -2.49+0.20 —6.60=0.86 3.09+0.13 9409 -13.1=1.1 Phosphate/GuHCI0.1 M NaCl
Spectrin SH3 1.05 + 0.01 -4.83 £0.07 -227+001 055002 139=03 -27=0.1 Phosphate/urea

SrcSH2 8.74+0.21 -3.48 £0.29 —425+0.12 089+0.09 310+04 -56=+01 20 mM imidizole/0.1 mM TCEP/urea
Src SH3 4.36 +0.07 -1.27+0.13 —4.19+0.16 1.70+007 159+25 -6.7+0.8 Phosphate/GuHCI

Tm1083 6.85+0.59 -5.26 £0.44 -5.79+1.08 328+0.19 382x02 -98=+0.7 Phosphate/0.1 M NaCI/GuHCI
UIA 4.62+0.05" -11.7220.58" 4752015 4.1320.16° 348=15 8.6+ 0.7 Phosphate/GuHCI

Ubiquitin 7.33 £ 0.06 -6.84 £ 0.34 -5.66+0.08 343+0.15 342x04 -91=x0.1 20 mM acetate/pH 5/GuHCI]
Urml 2.58 £ 0.04 —3.30 £ 0.08 —272+0.07 204003 130zx19 —4.2+0.5 Phosphate/urea

VIsE 2.03+0.24 -8.47 025 927060 524=0.17 237x07 -147=04 5 mM phosphate/urea

* Folding/unfolding rate in water estimated from extrapolation to zero denaturant. Linear extrapolations unless otherwise noted (see footnotes ¢ and d).
2 All experiments were conducted at 25°C; Other conditions were as follows unless otherwise noted: 50 mM buffer, no additional salts added. Lastly, all
data were collected via stopped-flow dilution experiments unless otherwise noted.

P Extrapolated rate in water estimated using a polynomial fit (Equation 3) due to significant curvature.

“ m-Values derived from the linear regions of a rather curved chevron plot.



