TABLE 3, Portion of the maize genome composed of retrotransposons
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capy-
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JPREM-1 Opie (PREM-1  Cinful  Huck  Grande  clements Total

Estimated copy-number ( x 10°) 20-40 1§40 2 14-20 0 -0 L 148:5-220

Size of retrotransposon (kb) 05 9 12 ] 12 10 Varies
Amount of adh! contig (kb) 40 3 12 15 p! [0 39 I73
Amount of genome (Mb) [90-380  162-360 60-240  119-170 240 [5-100 390 176-1880

Estimated % of genome §-16 I-13 Pl 31 10 14 16 49-T8




