Table 1 Neutral lipid metabolism enzymes and LD-associated proteins

Molecular  Isoelectric  Molecules Transmembrane Phosphorylation
Gene Enzyme mass (kDa) point per cell® Location® domains sites®
Neutral lipid synthesis enzymes
SCT1 (GAT2) Glycerol-3-P/dihydroxyacetone-P acyltransferase 85.7 7.27 1,050 ER 4 Few
GPT2 (GATT1) Glycerol-3-P/dihydroxyacetone-P acyltransferase 836 103 3,100 ER, lipid droplets 4 Several
AYRT Acyl DHAP reductase 328 9.92 3,670 ER, lipid droplets None None
SLct LysoPA/Acylglycerol-3-P agyltransferase 338 10.41 ND ER, lipid droplets 1 None
ALET (SLC4, LPT1, LCAT)  LysoPA/Acylglyceral-3-P acyltransferase 722 103 ND ER 7 Several
PHMS LysoPA phosphatase 37.7 5.14 195 Cytoplasm, nudeus None None
LOAT (VPSE6) LysoPA acyltransferase 338 105 6,630 ER, lipid droplets 1 None
PAHT (SMPZ2) PA phosphatase 95 468 3,910 Cytoplasm, ER None Several
DGKT (HSDT) DAG kinase 3238 9.48 784 ER 4 Few
DGAT Acyl-CoA diacylglycerol acyltransferase 47.7 10.39 907 ER, lipid droplets 1 Few
LRO? Phospholipid diacylglycerol acyltransferase 753 6.67 ND ER 1 Few
ARET (SAT2) Acyl-CoA sterol acyltransferase 716 8.27 ND ER 9 Several
ARE2 (SATT) Acyl-CoA sterol acyltransferase 74.0 7.7 279 ER g Several
Neutral lipid turnover enzymes
LDH1 Triacylglycerol lipase, hydrolase 433 6.51 ND Lipid droplets None None
TGLT (YKLS) Triacylglycerol lipase, sterylester hydrolase 63.0 6.83 1,470 ER, lipid droplets 1 Several
TGL2 Acylglycerol lipase 375 8.41 ND Mitochondria None None
TGL3 Triacylglycerol lipase, lysoPA acyltransferase 736 8.50 3,210 Lipid droplets 1 Few
TGL4 (STCT) Triacylglycerol lipase, Ca** dependent 102.7 8.05 195 Lipid droplets None Several
phospholipase A2, lysoPA acyltransferase
TGLS (5TC2) Triacylglycerol lipase, lysoPA acyltransferase 84.7 9.84 358 Lipid droplets 1 Several
YEHT Sterylester hydrolase 66.5 6.33 7,770 Lipid droplets 1-2 None
YEH2 Sterylester hydrolase 62.4 8.91 1,630 Plasma membrane 1 Few
YIu3 Monoacylglycerol lipase 356 85 2,140 Lipid droplets, ER None None
Lipid droplet-associated proteins®
ATF1 Alcohol-O-acetyltransferase 61.0 6.94 1,990 Lipid droplets None None
AYR1 Acyl DHAP reductase 328 9.92 3,670 ER, lipid droplets None Naone
BSC2 Unknown function 26.6 5.10 922 Lipid droplets 1 None
oy Unknown function, similarity to 7715 5.93 2,650 Lipid droplets, Golgi 1 Several
mammalian CASP
CPRS (CYP5) Peptidyl-prolyl cis-trans isomerase (cyclophilin) 253 5.40 ND Lipid droplets, ER 1 1
CSR1 (SFH2) Phosphatidylinositol transfer protein 47.5 6.61 9,600 Lipid droplets, cytoplasm None 1
CST26 (PSIT) Stearoyl-CoA acyltransferase, 455 10.15 2,010 Lipid droplets, ER Four None
phosphatidylinositol-specific
EHTT Acyl-coenzymeA ethanol O-acyltransferase 513 7.83 2,550 Lipid droplets, ER None None
ENVE Unknown function, similarity to 375 8.35 967 Lipid droplets 1 None
oxidoreductases
ERGT Squalene epoxidase 55.1 6.45 65,400 Lipid droplets, ER 2 None
ERG27 3-Keto sterol reductase 39.7 8.90 ND Lipid droplets None 1
ERG6 (ISET, LIST, A24-Sterol C-methyltransferase 433 5.60 53,800 Lipid droplets, ER None Few
SED6, VID1)
ERG7 Lanosterol synthase 835 6.59 2,190 Lipid droplets, ER None None
(continued)
Table 1, continued
Molecular  Isoelectric  Molecules Transmembrane Phosphorylation
Gene Enzyme mass (kDa) point per cell® Location® domains sitest
FAAT Fatty acyl-CoA synthetase 778 7.58 7,470 Lipid droplets, ER None None
FAA4 Fatty acyl-CoA synthetase 77.2 6.52 31,200 Lipid droplets, ER None MNone
FAT1 Fatty acid transporter and fatty 77.1 8.47 16,900 Lipid droplets, ER 3 None
acyl-CoA synthetase
GTT! Glutathione S-transferase 26.8 6.65 ND Lipid droplets, ER None None
HFD1 Hexadecenal dehydrogenase 60.0 6.73 2,930 Lipid droplets, mitochondria 1 1
KES1 (LPI3, OSH4, BSR3) Member of the oxysterol binding 495 5.92 32,200 Lipid droplets, cytoplasm None None
protein family
LDBI6 Unknown function 29.0 8.07 149 Lipid droplets 2 1
LOAT (VPS66) LysoPA acyltransferase 338 10.5 6,630 Lipid droplets, ER 1 None
NUST Putative prenyltransferase 426 6.94 ND Lipid droplets, ER® 1 None
Osws Unknown function 16.4 9.94 922 Lipid droplets 2 1
PDIT (MFP1, TRG1) Protein disulfide isomerase 58.2 422 ND Lipid droplets, ER (lumen) None None
PDR16 (SFH3) Phosphatidylinositol transfer protein 40.7 8.16 15,400 Lipid droplets, cytoplasm None 2
PETIOQ Unknown function 31.2 8.85 2,160 Lipid droplets None None
RRT8 Unknown function 39.6 10.66 ND Lipid droplets 5 None
SLct LysoPA/Acylglycerol-3-P acyltransferase 338 10.41 ND Lipid droplets, ER 1 MNone
SNAZ Unknown function 9.2 6.50 20,400 Lipid droplets 2 1
SNX41 Sorting nexin 70.7 7.02 1,800 Lipid droplets, cytoplasm MNone None
SRT1 Cis-prenyl transferase 40.2 10.30 ND Lipid droplets 1 None
5501 -SNARE 331 5.06 450 Lipid droplets, vesicles 1 1
TDH1 (GLD3) Glyceraldehyde-3-phosphate 35.8 859 120,000 Lipid droplets, cytoplasm None Several
dehydrogenase, isozyme 1
TDHZ (GLD2) Glyceraldehyde-3-phosphate 35.8 6.96 121,000 Lipid droplets, cytoplasm None Several
dehydrogenase, isozyme 2
TDH3 (GLD1T, HSP35, Glyceraldehyde-3-phosphate 35.7 6.96 169,000 Lipid droplets, nucleus, cytoplasm None Several
HSP36, 5552) dehydrogenase, isozyme 3
TGLT (YKLS5) Triacylglycerol lipase, sterylester hydrolase 63.0 6.83 1,470 Lipid droplets, ER 1 Several
TGL3 Triacylglycerol lipase, lysoPA acyltransferase 736 8.50 3,210 Lipid droplets 1 Few
TGL4 Triacylglyceral lipase, Ca*+ dependent 102.7 8.05 195 Lipid droplets None Several
phospholipase A2, lysoPA acyltransferase
TGLS Triacylglycerol lipase, lysoPA acyltransferase 847 9.84 358 Lipid droplets 1 Several
UBX2 (SELT) Bridging factor involved in ER-associated 66.8 5.22 12,600 Lipid droplets, ER None None
protein degradation (ERAD)
USET (SLTT) SNARE 28.1 5.01 973 Lipid droplets, ER 1 None
YEHT Sterylester hydrolase 66.5 6.33 7,770 Lipid droplets 1-2 None
YiM1 Unknown function 416 7.98 6,540 Lipid droplets, ER None None
YUz Monoacylglycerol lipase 35.6 85 2,140 Lipid droplets, ER None MNone
YPT7 (AST4, VAMS4) Rab family GTPase 23.0 4.62 5,530 Lipid droplets, cytoplasm None None
YOR059¢ Putative lipase 51.1 9.81 1,210 Lipid droplets 1 None

Much of the information in this table may be found in the Saccharomyces Genome Database. ND, not determined.
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