Supplementary Table 3. Metabolic flux distributions of parental, Ras, Akt cells in normoxia and parental iBMK cells in hypoxia. Fluxes are

obtained as described in the Methods. The table shows the best estimate and standard deviation. Fluxes are in units of nmole/ (h * pl cells).

Fluxes Flures sTD
Reaction Reaction description Atom mapping constrained Parental Ras Akt Parental - hypoxia Parental Ras Akt Farental- hypoxia
F1 1/2 glucose ext -> pyruvate abe->abe 1 1726 3487 3202 300.7 78 252 327 0.1
F2 pyruvate + NAD' -> acetyl-Coa (m] + CO; + NADH abc->bo+a ] 205 108 245 a7 <01 05 01 0z
F3 acetyl-CoA [m)+ malate + NAD' = citrate + NADH abed+ef->dcbfea ] 264 113 304 8.4 <01 05 04 LE
F4 citrate + NAD  -> alpha-ketoglutarate + CO; = NADH abedafs-abedesf L] 300 148 326 352 01 08 01 11
5 alpha-ketoglutarate + CO,+ NADH -> citrate + NAD' abede+->abedef ] 53 49 50 201 0.6 04 07 13
& alpha-ketoglutarate + NAD' + FAD = fumarate + ©O;+ MADH + FADH;abcde->1/2 bede + 1/2 edch L] 772 646 846 571 €01 17 <01 <01
F? malate/0AL = NAD -> pyruvate + CO, + NADH abed -» abe L] 72 120 <01 <01 38 8.0 <01 0.1
] pyruvate + €0;+ NADH -> malate/OA% + NAD' abc+ d -> abed 0 BS 54 72 80 12 10 13 06
] citrate -> malate+ acetyl-Coa (cl.ext sbedef - fcba + ed ] 21 15 43 02 0z 0z 04 0.1
Fi0 other sources [e.g. fatty acid] -> acetyl-Coa [m) ab-»ab L] 59 05 59 37 0.8 07 08 0.7
F11 glutamine - alpha-ketoglutarate abeda > abede 1 525 547 570 azp <01 16 <01 10
F12 pyruvate + NADH -> lactate.ext + NAD' abe - abc 1 1508 3456 2885 297.0 BE 265 332 0.3
Fi3 malate+ NAD' - DAA + NADH abed - abed ] 542 481 658 568 10 37 16 0.7
F14 acetyl-Cok ¢} -> biomass 1 ek 15 43 02 02 01 04 01
F15 citrate.ext - citrate abedef -» abedef o 0.4 0.1 18 6.9 0.8 02 10 0.5
Fi6 fumarate <> malate/0AA abed -»1/2 abed + 1/2 deba L] 772 646 846 571 €01 17 <01 <01
F17 1/2 glucose + NAD -» serine + NADH 1 56 40 985 0.4 0.6 12 23 <01
F18 pyruvate -> pyruvate.ext abc -» abc 1 17.0 160 200 120 6.1 88 7.7 46

F19 MNADH +1/2 02 = NAD abc -= abc 1 3062 2241 3515 2045 0.0 63 0.0 g




