Table 1. Key features of characterised prasinophytes and their prasinoviruses.

Host Speci Host Host GC Number of Number of Virus Virus Genome Number of Average Viral Viral

ost Species Genome Size  Content (%)  Chromosomes Host Genes Genome Size Viral ORFs OREF Length (bp) tRNAs
" OtV1 =191,761 bp OtVli=4
O. tauri clade C 12.6 Mb 59 20 8116 OtV5 = 186713 bp 232 750 OV5 =5

Ostreococcus sp. 1y iy - 1y
RCC809 clade B 13.3 Mb 60 20 7492 OtV2 = 184,409 bp Otv2=4215 237 725 OtvV2=4
O. lucimarinus clade A 132 Mb 60 21 7805 OLIV1 = 194,022 bp OVl =41 268 732 OIV1=5
O. mediterraneus clade D - - - - OmV1 = 193,301 OmV1=446 251 730 OmV1=5
Micromonas sp. RCC299 21.96 Mb 64 17 10,286 MpV1 = 184,095 bp MpV1=239 203 793 MpV1l=6
. ~11n= - BpV1=198,519 bp BpV1=37 210 746 BpVl=4
B. prasinos RCC 1105 151 Mb 48 19 7847 BpV2 = 187,069 bp BpV2 =38 244 715 Bpv2=4

Bailtycoccus species virus had large predicted protein removed for the purpose of this table. The gene comprises 14% of the total genome. ORFs, open reading frames; tRNA, transfer RNA;
bp, base pair; OIV, Ostreacoccus lucimarinus virus; MpV, Micromonas pusilla virus; BpV, Batlycoccus prasinos virus.



