Table 5 Free energy of protein—protein association

Insulin Trypsin— Haemoglobin
Complex dimer PTI af dimer

Dissociation constant

Kp (molar)t 103 1012 <£10~¢
Free energy of

dissociation AGp

(kcalorie mol 1)} 7 18 =11
Translational/rotational

free energyl AG*p

(kcalorie mol 1) 23 27 27
Free energy required

for association AG*,

(kcalorie mol ~1)§ 30 45 > 138
Surface area buried in

the complex (A% 1,130 1,390 1,720
Hydrophobic free

energy (kcalorie

mol ~1)9 28 35 43

*Data at neutral pH near 2 °C from refs 12714,

tAGp = —KkT In Kp.

tCalculated from the translational/rotational partition functions.
SAG', = AG®p + AGp.

25 calorie mol~* per A? of buried surface area.



