Table 1. Equilibrium and kinetic data for folding of MLAc

Parameters Equilibrium

Far-UV CD (%)

Fluorescence (%)

[urea]s 2 23+01M
Mumn —13.5 = 1 kJ/mol M
AGun(H20) 31 = 1 kJ/mol
I"'t}un.‘t —

I"H’asl —

Mifast —

Kin —

Min —

I’(um‘ —

Mynf -
AGn(H20) —
Mingeq) —

=1,000 s-1 (50)
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0.04 + 0.01 ms—1(100)
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1.5 = 0.05 kJ/mol,M
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Equilibrium unfolding (at pH 7.5 and 20°C) is two-state, whereas the simplest mechanism that explains the
kinetic-folding data for MLAC is fpursee=U<lel<=N. AG(H20) was calculated as RTIn(kin/kunt) and mipieq) as my —
mypf; the Tanford B value was calculated as muyeq/Mun = (Mun — Mingeq)/Mun to be 0.61 = 0.03. For the various
kinetic phases, relative amplitude changes are given in parentheses after the rate constants. Standard deviations
are derived from the fits to the data (Figs. 3 and 54). For the equilibrium parameters, CD and fluorescence data

were averaged. —, not applicable.



