Table 6 Comparison of experimental and in silico net specific growth rates (h™).

Aerobic Anaerobic
Hexp Win sifico Hin :mmuh Hexp Min sifico Hin Jﬁoﬂh

E. coli MG1655 056 + 003 074 + 000 082 + 005 039 + 00 052 + 000 019 £ 000
E. coli W3110 054 = 001 074 £ 000 082 £ 000 033 =0 052 £ 000 019 £ 000
E. coli EDL933 079 £ 008 074 £ 000 063 £ 000 056 + 004 053 + 000 056 £0M
E. coli Sakai 080 + 001 074 £ 000 063 £ 000 068 £ 00 053 £ 000 056 £ 000
E. coli CFTO73 076 + 001 071 + 000 060 + 000 040 + 001 045 + 000 042 + 000
E. cali UTIB9 055 + 002 072 + 001 061 + 00 064 + 001 045 £ 0 042 £0M
E. colf core - [ 0n - 045 037

E. coli pangenome - 074 073 - 053 042

5. typhimurium T2 085 + 005 073 £ 000 - 054 £ 00 044 + 000 -

*Maximum oxygen uptake rates (15 mmol/gDW/h) and glucose uptake rates for aerobic (10 mmol/gDW/h) and anaerobic (18.5 mmol/gDW/h) conditions were
used for in silico batch simulations in this work were those previously determined for E. coll W3110 from batch culture in M9 minimal media [73)
“Experimentally determined glucose uptake rate values from this work used for in slico batch simulations for E colf K-12 (155 for aerobic and B.1 for anaerobic),
EHEC (7.9 for aerobic and 19.2 for anaerobic) or UPEC (7.7 for aerobic and 17.5 for anaerobic). For the core and pangenome models the average experimentally
determined glucose uptake rate values from this work was used (103 for aerobic and 149 for anaenobic).



