Table 1. Basic features characterizing the genome of P.
necessarius ssp. asymbioticus strain QLW-P1DMWA-1.

Feature QLW-P1DMWA-1
Genome size (Mb) 2.16

G+C content (mol %) 44.8

Number of replicons 1
Extrachromosomal elements 0

Coding region (% of bp) 93.1

Total genes 2136
Protein-coding genes 2088

rRNA operons 1
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